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Abstract
Background:

Visceral leishmaniasis is caused by an intracellular protozoan called Leishmania and is transmitted to
humans by sandfly bites. Interleukin-27 has extensive inflammatory and proinflammatory properties
during the immune response and regulates the activity of B and T lymphocytes as a multifunctional
cytokine. The role of this gene is to regulate the activity of the immune system. Given that
polymorphisms of a gene play an important role in susceptibility to or resistance to infectious
diseases, the aim of this study was to investigate the possible relationship of interleukin gene

polymorphisms (27 IL27 SNPs) and kala azar.

Methods:

The study was performed on 104 patients with Kala azar, 63 healthy individuals with negative skin
test (negative control group) and 107 healthy patients without clinical signs with positive skin test
(LSTPG). 2 Nucleotide polymorphisms (IL27 SNPs) including rs153109 and rs17855750 with PCR-RFLP

methods were evaluated.

Results:

The frequency of GG genotype (rs17855750 G / T) was higher than in patients group (PG) than NCG
group (26%, P =0.16, OR = 1.74, 95% Cl = 0.7-4.22) However, this difference was not statistically
significant. The frequency of G allele ( rs17855750)was higher than in patients group (PG) than NCG
group (47.1%, P=0.1, OR = 1.44, 95% Cl = 0.9-2.33) Although this difference was not statistically

significant.
Conclusion:

Given that none of the P values in this study were less than 0.05 and were not statistically significant,
our studies show that the alleles and genotype of two interleukin-27 polymorphisms were not
associated with kala azar disease. To be sure, more studies should be done in different parts of the

world.
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